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Introduction
Nasal polyps

 Nasal polyps are soft, tear drop shaped
protrusions in the nasal cavity that affect
~10-15% of the population (Figure 1).
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T2inflammationis a specific immune response driven
by a series of cytokines, in particular IL4, L5 and IL13.
In nasal polyps alarmins and danger signals from

The aim of this pilot study
was to explore multi-modal
same slide imaging using a
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Multi-modal analyses
| identifies 19 cell

types and subsets
Co-registration of the CellScape
iImage and HGE image with
Weave™ identified 19 epithelial,
Immune and supporting cell

types in the nasal polyp, including
proliferating and secretory epithelial
cells, CD4+ and CD8+ cell subsets
and eosinophils. Nasal polyps are
characterized by a heterogenous
cellular infiltrate.

Multi-modal same slide imaging and analysis
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Data analytics: Transcript assignment, niches, ligand- - ‘1*7 ».n)*\ﬂ* g

receptor interaction, multicellular environment analysis. O

Cell segmentation Phenotyping Cell neighborhoods

Figure 4 A spatial map showing
cell types across nasal polyp tissue
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Figure 3 A schema of study design with same slide CellScape mIF and H&GE staining

e i P = Multi-cellular Cell type compositional profiling highlights
=T environment pervasive M2 macrophage infiltration
analysis Compositional profiling of cells across multicellular environments

Proprietary multi-cellular
environment analysis in
Weave was used to identify
spatially recurring areas of
similar cellular and molecular
composition in the tissue.
Weave™ identified 20 areas of ;
tissue that had distinct cell type "N T -
component and organization.

found 20 niches within the polyp tissue (Figure 6). M2 macrophages
were found in high abundance across the multicellular environments.
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Figure 6 Neighborhood cell type composition

Figure 5 A spatial map showing
cellular environments across the
nasal polyp

Checkpoint inhibition sighaling
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Multimodal profiling identified immunosuppressive
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contribute to the aberrant inflammation of CRSwWNP
despite immune activation.
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